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Cadherin-11 increases migration and invasion of prostate

cancer cells and enhances their interaction with osteoblasts
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Schematic diagram of cadherin-11 mutants.
E1-5, extracellular cadherin repeats 1-5.
TM, transmembrane domain.

JMD, juxtamembrane cytoplasmic domain.

CBS, b-catenin-binding sequence.
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