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Analysis of FKBP12 gene expression profile and
protein interaction in AD’s pathogenic pathway
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Abstract

Alzheimer’ s disease (AD) is characterized by the presence of amyloid beta (A ) peptide, a proteolytic
product of amyloid precursor protein (APP) processing. An immunosuppressant agent FK506, which forms
complex with various FK506 binding proteins (FKBPs), including a 12 kDa protein FKBP12, can attenuate
A B neurotoxicity. The exact functions of FKBP12 still remain unknown. To identify the role of FKBP12 in the
pathogenic progress of AD, we study its gene expression level under ER stress. Using RT-PCR, reduction of
gene expression level was observed in the early 4 hours of tunicamycin treatment. Protein expression levels by
western blotting analysis further suggested the differences. Our preliminary results suggest that FKBP12 may
be associated with the c-terminal APP intercellular domain (AICD). The next step is to develop an assay system
for monitoring the production of A 5 to determine whether FKBP12 participates in the proteolytic processing of

APP.
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